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Fig. 8. Determination of the effect of alkb-8 on the lifespan of C. elegans 
Panel A. The effect of alkb-8 downregulation on nematode longevity. Animals inhibited for alkb-8 to the level affecting 
Nile red-positive compartment staining had no effect on the nematode longevity. 
Panel B. The effect of pulse overexpression in L1 stage on C. elegans longevity. Compared to controls, animals with 
forced expression of alkb-8 had the lifespan extended by 10 to 40 %.
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